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Issued Patents
1) DNA sequences capable of directing expression of non-native genes in flax seeds as well as the seeds of other plants, US 6777591 B1
2) Plant fatty acid epoxygenase genes and uses therefor
CA 2286895 C, US 6329518 B1
3) Altering the fatty acid composition of rice
US 8530724 B2
4) Modified cottonseed oil
US 7619105B2, US 6974898 B2, EP 1282709
5) Synthesis of long-chain polyunsaturated fatty acids by recombinant cells
US 8288572 B2, US 7834250 B2
7) Synthesis of fatty acids
US 8816106 B2, PCT/AU2007/001242
8) Enzymes and methods for producing omega-3 fatty acids
US 8809559 B2, PCT/AU2009/0014
9) Synthesis of long-chain polyunsaturated fatty acids by recombinant cells
US 8106226 B2, US 8158392 B1, US 8535917 B2, US 8575377 B2, US 8778644 B2,
US 8778644 B2, US 8853432 B2 
10) Lipid comprising polyunsaturated fatty acids
US 8816111 B2
11) Methods of producing lipids. 
US2011314725-A1; WO2012000026-A.
[bookmark: _GoBack]

image4.wmf


14


image5.wmf


Plant and Cell Phy


image6.wmf


57


image7.wmf


1


image8.wmf


JAN 2016


image9.wmf


14


image1.wmf


Frontiers in Plant 


image2.wmf


Scientific Reports


image3.wmf


Plant Biotechnolo


